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OXFORD reprOdUCtion Supplementary Data

Supplementary Table S1. Specific primers employed for gPCR evaluation of endometrial disruption biomarkers.

Gene Primer sequence
DND1 FW: CTCAAATTCAGCTCGCACCG
RV: AGAGGTGTGACTGCCCTTCC
SYT10 FW: AAGGCTCTGCACATCGTCA
RV: AACCAACAAGGCCAGTCCAC
MAPKS8IP1P2 FW: TACGAGGCCTACAACATGCG
RV: GACGACATCGCCCTTGTGAT
CFTR FW: GCTCCTACACCCAGCCATTT
RV: AGAACACGGCTTGACAGCTT
VTCN1 FW: GGCAAGGGGAATGCTAACCT
RV: GAGAAGTTGGCTCCCTGGTC
SLC17A8 FW: GGCATGGAGGCAACCTTACT
RV: CCACTCCGTTTGAGATCCCC
ACTB FW: CGTACCACTGGCATCGTGAT

RV: GTGTTGGCGTACAGGTCTT

DND1, MicroRNA-mediated repression inhibitor 1; SYT10, synaptotagmin; MAPK8IP1P2, mitogen-activated protein kinase 8 interacting protein 1 pseudogene 2, also known
as LOC644172; CFTR, CF transmembrane conductance regulator; VICN1, V-set domain containing T cell activation inhibitor 1; SLC17A8, solute carrier family 17
member 8; ACTB, beta actin; FW, forward; RV, reverse; gPCR, quantitative polymerase chain reaction.
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