
Supplementary Table S1 Single nucleotide polymorphisms included in the GRS and the reported traits by the genome-wide 

association (GWA) studies 

SNP Gene name Gene Symbol 
Chromosome 

Location 

Location 

of SNP 

Alleles 

Risk/Other 
Traits GWA Study 

rs1558902 

Alpha-

ketoglutarate 

dependent 

dioxygenase 

FTO  16:53769662 Intronic A/T 

HDL-C, 

BMI, HC, 

WC, 

HbA1c and 

obesity 

Locke et al. (2015) 

(1)  

Ligthart et al. 

(2016) (2) 

Tachmazidou et al. 

(2017) (3)  

Wheeler et al. 

(2017) (4)  

Scherag et al. 

(2010) (5)  



rs13021737 
Transmembrane 

protein 18 
TMEM18  2:632348 Intergenic G/A BMI 

Locke et al. (2015) 

(1)  

Akiyama et al. 

(2017) (6)  

Hoffmann et al. 

(2018) (7) 

Justice et al. 

(2017) (8) 

Pulit et al. (2019) 

(9) 

Koskeridis et al. 

(2022) (10) 

 

rs6567160 
Melanocortin 4 

receptor 
MC4R  18:60161902 Upstream C/T 

HDL-C, 

TG, WHR, 

T2D, BMI 

Locke et al. (2015) 

(1) 



Pulit et al. (2019) 

(9) 

Vujkovic et al. 

(2020) (11) 

Martin et al. (2021) 

(12) 

Mahajan et al. 

(2018) (13) 

rs10938397 

Glucosamine-6-

phosphate 

deaminase 2 

GNPDA2  4:45180510 Intergenic G/A 

HDL-C, 

LDL-C, 

BMI, WC, 

obesity 

Locke et al. (2015) 

(1) 

Martin et al. (2021) 

(12) 

Berndt et al. 

(2013) (14) 

Shungin et al. 

(2015) (15) 



rs543874 

SEC16 homolog 

B, endoplasmic 

reticulum export 

factor 

SEC16B  1:177920345 Upstream  G/A 

HDL-C, 

BMI, HC, 

WHR 

Locke et al. (2015) 

(1)  

Pulit et al. (2019) 

(9) 

Koskeridis et al. 

(2022) (10) 

Shungin et al. 

(2015) (15) 

Huang et al. 

(2022) (16) 

rs7138803 
BCDIN3 domain 

containing RNA 
BCDIN3D  12:49853685 Intergenic A/G 

HDL-C, 

BMI, HC, 

WHR, 

obesity 

Locke et al. (2015) 

(1) 

Pulit et al. (2019) 

(9) 

Koskeridis et al. 

(2022) (10) 



Berndt et al. 

(2013) (14) 

Shungin et al. 

(2015) (15) 

rs2207139 
Transcription 

factor AP-2 beta 
TFAP2B  6:50877777 Intergenic G/A BMI 

Locke et al. (2015) 

(1) 

Justice et al. 

(2017) (8) 

Koskeridis et al. 

(2022) (10) 

Berndt et al. 

(2013) (14) 

rs3101336 
Neuronal growth 

regulator 1 
NEGR1  1:72285502 Intronic C/T BMI 

Locke et al. (2015) 

(1) 

Akiyama et al. 

(2017) (6)  



Hoffmann et al. 

(2018) (7) 

Justice et al. 

(2017) (8) 

Pulit et al. (2019) 

(9) 

rs10182181 
Adenylate 

cyclase 3 
ADCY3  2:24927427 Intergenic G/A BMI 

Locke et al. (2015) 

(1) 

Akiyama et al. 

(2017) (6)  

Hoffmann et al. 

(2018) (7) 

Winker et al. 

(2015) (17) 



rs1516725 

ETS variant 

transcription 

factor 5 

ETV5  3:186106215 Intronic C/T BMI 

Locke et al. (1) 

Akiyama et al. 

(2017) (6) 

Berndt et al. 

(2013) (14) 

Graham et al. 

(2021) (18) 

rs2287019 

Glutaminyl-

peptide 

cyclotransferase 

like 

QPCTL 19:45698914 Intronic C/T 

LDL-C, 

TC, SBP, 

BMI, WC, 

WHR,  

Locke et al. (2015) 

(1) 

Pulit et al. (2019) 

(9)  

Shungin et al. 

(2015) (15)  

Lee et al. (2022) 

(19)  



rs12446632 

G protein-

coupled receptor 

class C group 5 

member B 

GPRC5B  16:19924067 Intergenic G/A BMI 

Locke et al. (2015) 

(1)  

Hoffman et al. 

(2018) (7) 

Berndt et al. 

(2013) (14) 

rs3817334 
Mitochondrial 

carrier 2 
MTCH2  11:47,607,569 Intronic T/C BMI 

Akiyama et al. 

(2017) (6) 

Hoffman et al. 

(2018) (7) 

Huang et al. 

(2022) (16) 

Winker et al. 

(2015) (17) 

Speliotes et al. 

(2010) (20) 



rs2112347 
POC5 centriolar 

protein 
POC5  5:75719417 Upstream T/G 

HDL-C, 

LDL-C, TG 

BMI, WC, 

HC, WHR, 

body fat 

percentage 

Locke et al. (2015) 

(1)  

Pulit et al. (2019) 

(9)  

Martin et al. (2021) 

(12)   

Shungin et al. 

(2015) (15)  

rs16951275 

Mitogen-

activated protein 

kinase 5 

MAP2K5  15:67784830 Intronic T/C BMI 

Locke et al. (2015) 

(1)  

Justice et al. 

(2017) (8)  

Wood et al. (2016) 

(21) 



rs3810291 

zinc finger 

CCCH-type 

containing 4 

ZC3H4 
 

19:47065746 

3 prime 

UTR 
A/G 

HDL-C, 

TG, BMI, 

WC, T2D, 

HC 

Locke et al. (2015) 

(1) 

Martin et al. (2021) 

(12)   

Mahajan et al. 

(2018) (13) 

Shungin et al. 

(2015) (15) 

rs12566985 
FPGT-TNNI3K 

readthrough 
FPGT-TNNI3K  1:74536509 Intronic G/A BMI 

Locke et al. (2015) 

(1)  

Felix et al. (2022) 

(22)  

rs10968576 

Leucine rich 

repeat and Ig 

domain 

containing 2 

LINGO2  9:28414341 Intronic G/A 
HDL-C, 

BMI, WC  

Locke et al. (2015) 

(1) 

Koskeridis et al. 

(2022) (10) 



Huang et al. 

(2022) (16) 

Liu et al. (2017) 

(23)  

rs12286929 
Cell adhesion 

molecule 1 
CADM1  11:115151684 Intergenic G/A BMI 

Locke et al. (2015) 

(1) 

Hoffman et al. 

(2018) (7) 

Pulit et al. (2019) 

(9)  

rs12885454 
Protein kinase 

D1 
PRKD1  

 

14:29267632 
Exonic C/A BMI, WC 

Locke et al. (2015) 

(1) 

Hoffman et al. 

(2018) (7) 

Shungin et al. 

(2015) (15) 



Huang et al. 

(2022) (16) 

rs657452 

AGBL 

carboxypeptidase 

4 

AGBL4  1:49124175 Intronic A/G BMI 

Locke et al. (2015) 

(1) 

Hoffman et al. 

(2018) (7) 

Koskeridis et al. 

(2022) (10) 

rs11165643 

Polypyrimidine 

tract binding 

protein 2 

PTBP2  1:96458541 Intergenic T/C 

BMI, body 

fat 

percentage 

Locke et al. (2015) 

(1) 

Akiyama et al. 

(2017) (6)  

Koskeridis et al. 

(2022) (10)  

Martin et al. (2021) 

(12)   



rs758747 

NLR family 

CARD domain 

containing 3 

NLRC3 16:3577357 
5 prime 

UTR 
T/C BMI 

Locke et al. (2015) 

(1) 

Hoffman et al. 

(2018) (7)  

rs10132280 
Syntaxin binding 

protein 6 
STXBP6  14:25458973 Intergenic C/T 

BMI, WC, 

HC, WHR 

Locke et al. (2015) 

(1) 

Pulit et al. (2019) 

(9)  

Shungin et al. 

(2015) (15) 

Graff et al. (2017) 

(24) 

rs1167827 

Huntingtin 

interacting 

protein 1 

HIP1  7:75533848 

3 prime 

UTR 

 

G/A BMI 

Locke et al. (2015) 

(1)  

Huang et al. 

(2022) (16) 



 

rs13078960 
Cell adhesion 

molecule 2 
CADM2  3:85758440 Intronic G/T BMI 

Locke et al. (2015) 

(1) 

rs12401738 

Far upstream 

element binding 

protein 1 

FUBP1  1:77981077 Intronic A/G BMI 

Locke et al. (2015) 

(1) 

Winkler et al. 2015 

(17) 

rs12429545 Olfactomedin 4 OLFM4  13:53528071 Intronic A/G BMI, WC 

Akiyama et al. 

(2017) (6)  

Justice et al. 

(2017) (8)  

Shungin et al. 

(2015) (15)  

rs16851483 
RAS p21 protein 

activator 2 
RASA2  3:141556594 Intronic T/G BMI 

Locke et al. (2015) 

(1) 



Pulit et al. (2019) 

(9) 

rs17094222 

Hypoxia inducible 

factor 1 subunit 

alpha inhibitor 

HIF1AN  10:100635683 Intergenic C/T BMI 

Locke et al. (2015) 

(1) 

Huang et al. 

(2022) (16) 

rs17405819 

Hepatocyte 

nuclear factor 4 

gamma 

HNF4G  8:75894349 Intergenic T/C BMI 

Hoffman et al. 

(2018) (7) 

Pulit et al. (2019) 

(9) 

Graff et al. (2017) 

(24) 

rs1928295 
Toll like receptor 

4 
TLR4  9:117616205 Intergenic T/C BMI 

Locke et al. (2015) 

(1)  

Koskeridis et al. 

(2022) (10) 



rs7141420 Neurexin 3 NRXN3  14:79433111 Intronic T/C 
BMI, 

obesity 

Locke et al. (2015) 

(1) 

Berndt et al. 

(2013) (14) 

rs205262 

Inflammation and 

lipid regulator 

with UBA-like 

and NBR1-like 

domains 

C6orf106  6:34595387 Intronic G/A BMI 
Locke et al. (2015) 

(1) 

rs2365389 

Fragile histidine 

triad diadenosine 

triphosphatase 

FHIT  3:61250788 Intronic C/T BMI 

Locke et al. (2015) 

(1) 

Huang et al. 

(2022) (16) 

rs2820292 
Neuron navigator 

1 
NAV1  1:201815159 Intronic C/A BMI 

Locke et al. (2015) 

(1) 

 



rs4256980 
Tripartite motif 

containing 66 
TRIM66  11:8652392 Intronic G/C BMI 

Locke et al. (2015) 

(1) 

Pulit et al. (2019) 

(9) 

rs7599312 
Erb-b2 receptor 

tyrosine kinase 4 
ERBB4  2:212548507 

Regulatory 

region 
G/A BMI 

Locke et al. (2015) 

(1) 

Tachmazidou et al. 

(2017) (3)  

rs9925964 

 Lysine 

acetyltransferase 

8 

KAT8  16:31118574  
Splice 

region  
A/G BMI 

Locke et al. (2015) 

(1) 

Hoffman et al. 

(2018) (7) 
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