
 
Fig. S7. Comparison of MAG abundance and sequence variants within each MAG. Each panel 

represents one of the 22 MAGs used for variant analysis, with the tree hole conditions and the 

identifier for the MAG in the panel title. Open points joined by a line show the relative 

abundance of the given MAG compared to the other MAG assemblies within the corresponding 

tree hole. Grey lines show changes in the frequency of all high-quality variants detected in that 

MAG. Red lines highlight “sweeping” variants – those with a change in relative abundance >0.5, 

starting with <25% abundance or finishing with >75% abundance. 
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