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Table S1: Primers used for amplification and sequencing of the LPS biosynthesis genes under study
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HP0651_WF1

caacgcttgttgaatatcag

HP0651_WR1

ccatgctttagaggacatgc

HP0651_WF2

caagagcgagtttttaggcc

HP0651_WR2

acattcacaaaacttttaggg

HP0651_WR2forNQ367 *

acgtttacaaaactcttaggg

HP0379_WF1

gcgtgctagggttttattcg

HP0379_WR1

agttttgaagtggtggatgc

HP0379_WF2

caaaagcgagtttttaagcc

HP0379_WR1

gtggatgcgaaattgcacc

HP0093_WF1

agaataccaagaacgcttgc

HP0093_WR1

cattggcgatccttttagc

HP0093_WF2

aagctttctttgattttagcc

HP0093_WR2

tatagcatcaaaatatcgtgg

HP0619-WF1

ggtgtttcataaccgcatgc

HP0619_WR1

acaaagaatcagcgtcatgg

HP0619_WF2

aagctattacgcaacgcatg

HP0619_WR2

ttatacacttctgtccgagc

HP0619_tandemF

ttattgaaacgcaacaagacc

HP0619_WR3

gaattatccataaacatatccac

HP0619_WR3forLadakh *

gttgtttatgaacatatccac

HP0208_WF1

gtaaagccccggtagtgg

HP0208_WR1

cgataataaggacatccagc

HP0208_WF2

ttagaagaaacgatcgctcc

HP0208_WR2

acatgatcattttagaaaagcg

jhp0820_WF1

gcatgatgataagcttgtgg

jhp0820_WR1

acagcaagagcgagttatgg

jhp0820_WF2

tgaaaacccttttaatgcagg

jhp0820_WR2

atggacattatacttgcaagg

jhp0820_WF2forL133 *

atgtgggatttatggtagc

jhp0820_WR2forL133 *

taaaataaactccactaacgc

HP0217_WF1

atgcgagcaatgaagtgg

HP0217_WR1

aaccatatcatcgccatagg

HP0217_WF2

agccctctaaacccatgg

HP0217_WR2

ggtttagagggcttttagg


For PCR, pairs of primers were used as following: (HPxxxx_WF1 - HPxxxx_WR1), (HPxxxx_WF2 - HPxxxx_WR1), (HPxxxx_WF1 - HPxxxx_WR2), and (HP0619tandemF - HP0619_WR1)

HPxxxx_WF1 and HPxxxx_WR1 were designed to regions located within the coding regions of the adjacent genes, and HPxxxx_WF2 and HPxxxx_WR2 were designed to regions located within the coding region of the genes under study

* for some genes, PCR amplification and sequencing needed primers specifically designed for a given strain







