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SUPPLEMENTAL TABLE 

Table S1. Diffraction data collection and refinement statistics; related to 

Figures 4 and 6. 

 

 RH5ΔNL:R5.034 RH5ΔNL:R5.251 

PDB code 8QKS 8QKR 

DATA COLLECTION   

Wavelength (Å) 0.99987 0.976 

Space group P 1 2 1 P 1 

Cell dimensions   

a, b, c (Å) 82.26, 376.79, 226.82, 70.51, 92.58, 92.83, 

α, β, γ (°) 90.00, 90.06, 90.00 60.69, 72.11, 79.75 

Resolution range 65.60 - 3.99 (3.99 -3.99) 59.53 - 2.00 (3.23 – 3.23) 

Total observation 779 885 (30 383) 111 799 (5 486) 

Unique reflections 115 245 (5 241) 30 110 (1 432) 

R pim (%) 0.176 (2.963) 0.21 (1.17) 

R merge (%) 0.422 (6.530) 0.35 (1.98) 

R meas (%) 0.458 (7.198) 0.41 (2.30) 

CC 1/2 0.993 (0.220) 3.1 (0.4) 

I / σ(I) 2.7 (0.1) 98.6 (90.3) 

Completeness (%) 99.0 (90.0) 3.7 (3.8) 

Multiplicity 6.8 (5.8) 52.670 

Wilson B-factor 120.1 67.9 

REFINEMENT   

Reflections in refinement 115131 131374 

Reflections in free set 1918 6552 

Rwork 0.446 0.254 

Rfree 0.465 0.327 

RMSD bonds 0.0073 0.0039 

RMSD angles 1.910 1.314 

Ramachandran favoured (%) 85.3 82.8 

Ramachandran allowed (%) 11.2 12.9 

Ramachandran outliers (%) 3.5 4.4 

Rotamer outliers 10 7.9 

Clash score 4.8 19.6 

MolProbity score 2.66 3.17 

 


