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Background Tuberculosis (TB) isaleading
cause of paediatric morbidity and mortal-
ity. We sought to identify the prevalence
of TB among children admitted to hospital
with severe illness and to document inci-
i dence of TB, survival, and growth in the
i six months following discharge from hos-
pital in two TB-endemic countries.

Methods We screened young children
2-23 months old enrolled in the Child- :
i hood Acute Illness and Nutrition Network
i cohort and admitted to hospitals in Ban-
gladesh and Uganda for participation. El-
igible children underwent comprehensive

i diagnostic evaluation for TB and were fol- :
lowed during hospitalisation and for six
months post-discharge. We classified
© children as having bacteriologically con-
firmed, clinically diagnosed, or unlikely
TBusing standardised clinical definitions '
and microbiologic testing of sputum sam-

i ples. We compared clinical and sociode-

i mographic characteristics, and their asso- :
ciations with TB disease classificationand
six-month growth and survival.

i Results Of 365 children eligible for partic-
ipation, 17 (4.7%) were classified as bac-
i teriologically confirmed, 46 (12%) clini- :
i cally diagnosed, and 302 (83%) unlikely
TB. Overall, 37 children were treated for
TB; 18 (49%) during initial hospital admis- '
sion and 19 (51%) during the six-month
post-discharge period. All 17 children
t with bacteriologically confirmed TB sur-
vived through the post-discharge period
i and six-month survival did not differ by i
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TB disease classification. Children with clinically diagnosed TB were more likely to be malnourished
i atenrolment, and anthropometric Z-scores were significantly lower among children classified as clin-
i ically diagnosed compared to unlikely TB throughout the post-discharge period.

i Conclusions One in 10 children hospitalised in two distinct TB-endemic countries required treatment
for TB, with half of these TB treatment courses initiated within a six-month observational period fol-
lowing hospital discharge. Children who meet criteria for clinically diagnosed TB are at increased risk
¢ of poor growth during the six months following hospitalisation, regardless of TB treatment initiation.
! These unique findings highlight the need for post-discharge monitoring for both TB and growth tra-
jectories among recently hospitalised young children in TB-endemic settings. :
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Tuberculosis (TB) is a leading cause of morbidity and death in all ages globally. An estimated
1.3 million children (<15 years) developed TB in 2022, with 214000 deaths reported. The major-
ity (>80%) of paediatric TB deaths occur in young children <5 years [1]. Mycobacterium tubercu-
losis infection can cause severe TB disease in young children, particularly infants <2 years old
[2]. Diagnosis in this age group is challenging due to the paucibacillary nature of paediatric TB,
the non-specific and often acute disease presentation, and the difficulty in collecting respira-
tory samples for diagnostic testing [3]. Unfortunately, a missed diagnosis of TB in young children
increases the risk of disseminated disease and death [4]. A recent modelling study suggested that
up to 96% of children who died from TB never received treatment [5]. These findings suggest that
TB must be considered among all seriously ill young children living in endemic settings, and that
healthcare providers must maintain a high index of suspicion for TB following hospital discharge
for children initially not diagnosed with TB who do not demonstrate robust clinical recovery and
expected growth outcomes.

Malnutrition is commonly associated with TB in children; a systematic review reported that up to
half of young children diagnosed with TB exhibit severe malnutrition [6]. This association is bidi-
rectional as children with severe malnutrition are at high risk for TB following exposure, while
TB may contribute to childhood malnutrition [7]. Malnourished children with TB may not pres-
ent with overt signs and symptoms of disease, further adding to diagnostic challenges in young
children. Malnutrition is a risk factor for mortality in children with TB [8], with deaths reported
in 9-20% of malnourished children in some hospital settings [9,10]. Thus, even among young chil-
dren treated for TB, there remains a risk of poor outcomes with advanced disease presentation.
The impact of TB and TB treatment on long-term growth trajectories remains poorly understood,
although a recent prospective long-term cohort study reported an association between TB, stunt-
ing and wasting [11]. Additional data on weight gain and linear growth among malnourished chil-
dren treated for TB are limited despite the recognition that weight gain is an important marker
of a successful treatment response.

We hypothesised that TB is commonly under-recognised during hospitalisation among young
children in TB-endemic settings, with the emergence of signs and symptoms of disease during
the post-discharge period. We also hypothesised that bacteriologically confirmed and clinically
diagnosed TB would be associated with mortality and poor growth outcomes. Using a six-month
observational study conducted in two TB-endemic settings, we aimed to identify the prevalence
of TB during hospitalisation, determine the incidence of TB during the six-month post-discharge
period, and evaluate the six-month post-discharge survival and growth outcomes among young
children with bacteriologically confirmed, clinically diagnosed, and unlikely TB.

METHODS

Study design and settings

Young children were enrolled in the Childhood Acute Illness and Nutrition (CHAIN) Network
cohort study, which systematically enrolled young children aged 2-23 months with acute illness
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atnine sites across sub-Saharan Africa and South Asia between 20 November 2016 and 31 January
2019. Children enrolled at the Dhaka Hospital of icddr,b, Bangladesh, and Mulago National
Referral Hospital, Kampala, Uganda, were eligible. Children were enrolled at hospital admis-
sion, followed daily through hospital discharge, and underwent scheduled follow-up visits at
days 45, 90, and 180 post-discharge. Both sites strictly adhered to the same structured case report
forms and standard operating procedures for performing TB diagnostic evaluations throughout
the study, including during post-discharge follow-up assessments. Detailed clinical and socio-
demographic data were collected throughout the study, as were survival and growth since dis-
charge. All CHAIN sites underwent extensive training and monitoring to ensure harmonisation
of all study procedures and data collection; details of the CHAIN observational cohort protocol
have been previously published [12].

PAPERS

Study population

Young children being admitted to hospital with acute illness of all nutritional status were eligi-
ble for entry into the primary CHAIN cohort, with targeted enrolment in a 2:1:2 ratio based on:
no wasting (mid upper arm circumference (MUAC)>12.5 cm for age >6 months or MUAC>12.0 cm
for age <6 months); moderate wasting (MUAC 11.5-12.5 cm for age >6 months or MUAC 11.0-12.0
cm for age <6 months); and severe wasting (MUAC<11.5 cm for age >6 months or MUAC<11.0 cm
for age <6 months) or bilateral pedal oedema [13].

All CHAIN participants enrolled at the two TB sub-study sites underwent additional screening to
determine eligibility for TB sub-study participation, including assessment for TB contacts, tuber-
culin skin test (TST) placement, and two-view chest x-rays (CXR). We excluded children who had
received anti-TB therapy for >72 hours before enrolment, and children without wasting by the
CHAIN MUAC criteria and all of the following: negative TST, normal two-view CXR, no known TB
contact in past 12 months, human immunodeficiency virus (HIV)-uninfected, and a confirmed
diagnosis of malaria or diarrhoea that improved within 72 hours of admission. Children who did
not have their TB screening and eligibility completed within 72 hours of enrolment in the pri-
mary CHAIN study were excluded from this sub-study analysis due to an incomplete evaluation
(Figure 1; Tables S1 and S2 in the Online Supplementary Document).

Total number of CHAIN participants
(January 2016-July 2018)
screened for TB sub-study
at index hospitalization admission:

n=530
Eligible for TB sub-study Reasons not eligible:
> 1) Met Exclusion criteria (n=44)
n=365 2) Excluded due to incomplete evaluation
(n=121)
A 4
Bacteriologically confirmed TB n=17 Clinically diagnosed TB n=46 Unlikely TB n=302
Sputum positive on culture or Xpert, Sputum negative on culture AND Xpert AND Sputum negative on culture AND Xpert AND does
regardless of clinical characteristics meets clinical criteria for clinically diagnosed TB NOT meet clinical criteria for clinically diagnosed TB
Treated for TB, Treated for Not Treated Treated for Not Treated Treated for Not Treated
(n=37) TB, n=9 for TB, n=8 TB, n=12 for TB, n=34 TB, n=16 for TB, n=286
,—--—Z-:.—X----. ;‘“/;r\‘"“- oAy ; -“"A““: :____A/__:>A____: :____/_:>A____:
D180 Outcome |! Survived 1} Death | i Survived 1} Death 11 Survived i1 Death i Survived |1 Death 11 Survived 11 Death 1 1 Survived 11 Death
(Death=24) |} n=9 11 n=0 11 n=8 41 =0 &} n=ll }} n=l 44 n=30 b n=4 1 ! n=l5 40 on=l ¢ o0 n=268 !l n=18

Figure 1. Study overview and outcome summary.
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Clinical management

Hospital clinicians determined clinical management and treatment decisions. All young chil-
dren enrolled in the primary CHAIN observational study underwent routine clinical evaluation,
testing, and treatment in accordance with local clinical guidelines and standard of care. Upon
enrolment in the primary CHAIN cohort study at hospital admission, all children also underwent
a comprehensive medical examination by trained study physicians, and laboratory assessments
(complete blood cell count with differential, plasma glucose, rapid malaria test, serum electro-
lytes, renal and liver function tests, and HIV testing), with strict adherence to CHAIN standard
operating procedures. As part of the primary CHAIN study, each child in our study population
received an illness severity score based on data collected at the time of their index hospitalisa-
tion [13]. Trained study staff systematically collected comprehensive data on clinical diagnoses,
treatment initiation, and socio-demographics, including food security, using structured case
report forms.
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TB diagnostics

Sputum collection and laboratory investigations

Eligible children underwent one sputum induction for acid fast bacilli (AFB) smear and cul-
ture, and immediate molecular rapid diagnostic testing (Xpert MTB/RIF or Xpert Ultra). Trained
research physicians collected a single induced sputum specimen following standardised operat-
ing procedures based on published protocols [14]. Sputum underwent standard processing [15]
before AFB smear, culture and Xpert testing following routine protocols [16,17]. They used tra-
ditional techniques to conduct both liquid (BACTEC MGIT) and solid Lowenstein-Jensen slant
AFB cultures, and to perform first-line antibiotic susceptibility testing of isolated M. tuberculo-
sis strains [16].

We analysed induced sputum using Xpert MTB/RIF or Xpert Ultra (as available) according to the
manufacturer’s instructions. For purposes of classification and analysis, ‘Xpert’ test includes
either Xpert MTB/RIF or Xpert Ultra. Sputum Xpert MTB/RIF testing was initially performed
as the Xpert Ultra assay was not available at study onset. In brief, the specimen was mixed with
reagent buffer in a 2:1 ratio. The sealed container containing the mixture was manually shaken
twice during a 15-minute incubation at room temperature, then 2 mL of the inactivated mixture
was transferred to the test cartridge. The cartridge was placed into the test platform, and the
result was automatically generated and recorded in approximately 2 hours [16,17]. Induced spu-
tum samples were analysed immediately following collection by either Xpert MTB/RIF or Ultra,
once the Xpert Ultra assay became available in December 2017. For 34 children, residual sputum
samples initially tested on the Xpert MTB/RIF platform were cryopreserved and retested using
Xpert Ultra once available.

TST

Trained research physicians performed TST by injecting five tuberculin units/0.1 ml of PPD-S
intra-dermally on the volar aspect of the left forearm, almost parallel to the skin surface. After
48-72 hours, the site was assessed for induration and considered positive if induration was >10
mm in diameter; for children with severe wasting or HIV-infection, induration of >5 mm was
considered positive [18].

CXR

Children underwent anteroposterior and lateral CXRs. Using a standardised CXR evaluation form
(Annexe S1 in the Online Supplementary Document), both a radiologist and study physician inde-
pendently interpreted CXRs as normal or abnormal and the specific abnormalities identified.

Findings considered consistent with TB were [19]: parenchymal disease (i.e. air space opacifica-
tion or consolidation, air bronchogram, infiltrates, lobar collapse), pleural effusion, miliary pat-

2025 e Vol. 15 ¢ 04338 4 www.jogh.org e doi: 10.7189/jogh.15.04338



Tuberculosis among children in Sub-Saharan Africa and South East Asia

tern and/or hilar or mediastinal lymphadenopathy (i.e. soft tissue density with or without airway
compression) were reported as abnormal. Any concordant interpretation (i.e. normal or abnor-
mal) was taken as the final CXR result. In cases of discordant interpretation, a third physician
provided additional evaluation, and the interpretation agreed with either of the initial readers
was taken as the final result.

TB treatment and follow-up

Initiation of treatment for TB disease during hospitalisation was based on national and interna-
tional guidelines, per the discretion of hospital clinicians and not dictated by research protocols.
Treating physicians received laboratory test reports generated as part of the CHAIN TB sub-study
as soon as they were available. At both participating hospitals, clinicians utilised World Health
Organization (WHO) diagnostic and treatment guidelines for TB in children [20] available dur-
ing the study period, as well as guidelines for clinical management of severe malnutrition [21].
Research clinicians followed children discharged alive for six months after hospital discharge
and systematically screened them on post-discharge days 45, 90, and 180 for TB signs, symp-
toms, and exposures. If any child not initially diagnosed with TB developed suggestive signs and
symptoms during scheduled post-discharge follow-up assessments or unscheduled sick visits/
hospital re-admissions, the TB diagnostic evaluation was repeated. Referrals for initiation of TB
treatment, and/or hospital re-admission, were made based on the results of investigations. Loss-
to-follow-up rates at both recruitment sites were <2%.

PAPERS

TB classification

Following completion of the six-month observational period, research personnel performed TB
classification retrospectively using standardised criteria, regardless of clinical diagnosis and/
or TB treatment initiation. The criteria applied for research classification of paediatric TB were
the Bangladesh National TB Programme Guidelines [18], adapted from WHO guidelines [20]. We
defined bacteriologically confirmed TB as MTB isolated from a respiratory sample by either AFB
microscopy, culture, or Xpert assay, regardless of clinical presentation. We defined clinically
diagnosed TB as negative sputum testing (AFB microscopy, culture, and Xpert) with at least three
clinical signs and symptoms of TB18 including: cough and/or fever for >2 weeks, severe wasting
or recent weight loss, reduced activity and playfulness, persistent lymphadenopathy, known TB
contact within the past 12 months, positive TST, and/or CXR suggestive of TB. Lastly, we defined
unlikely TB as negative sputum testing (AFB microscopy, culture, and Xpert) and less than three
clinical signs and symptoms of TB. Initiation of TB treatment and responses to TB treatment were
not utilised for TB classification. The timing of TB diagnosis was distinguished as occurring dur-
ing the index hospitalisation or the six-month post-discharge period.

Statistical analysis

To describe the baseline characteristics of participants, including demographic information,
clinical characteristics at admission, and laboratory findings, we used descriptive statistics such
as mean, standard deviation, median, interquartile range, frequency, and percentage. To com-
pare categorical variables between groups of bacteriologically confirmed, clinically diagnosed,
and unlikely TB, we used the x* test or Fisher exact test, as appropriate. We used the ¢ test or the
Mann-Whitney test for comparing continuous variables. We used a one-way ANOVA or a Kruskal-
Wallis test (with post hoc analysis) to assess the statistical significance of differences among the
groups (bacteriologically confirmed, clinically diagnosed, and unlikely TB).

We performed longitudinal data analysis using generalised estimating equations (GEEs) to exam-
ine the association between anthropometric changes over time across the three participant
groups. The analysis was adjusted for age, sex, household wealth, food insecurity and TB treat-
ment status. All GEE analyses used a Gaussian distribution with an identity link function and an
exchangeable correlation matrix for the estimation.
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Anthropometric measurements collected longitudinally over 180 days post-discharge provided
critical indicators of growth since discharge (Table S3 in the Online Supplementary Document).
We employed GEE as our data set included repeated measures and was longitudinal in design.
GEE is well-suited for handling correlated data, such as repeated measures from the same indi-
viduals, and allows for robust estimation of standard errors. This method enabled us to accu-
rately assess growth from discharge onward while accounting for intra-subject correlations over
the follow-up period.

To test potential risk factors associated with the TB classification cohort, we used multinomial
logistic regression to analyse the association between TB status (bacteriologically confirmed,
clinically diagnosed, and unlikely TB) and outcomes of interest. Multinomial logistic regression
is particularly appropriate for the comparison of more than two categories, with the reference
category defined as ‘unlikely TB’. This method allowed us to estimate odds ratios for outcomes -
unlikely TB vs. bacteriologically confirmed TB and unlikely TB vs. clinically diagnosed TB - while
adjusting for relevant covariates identified through bivariate analysis. This approach allowed a
direct assessment of the burden of TB across different groups in an adjusted model.
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Both GEE and multinomial logistic regression are robust to missing data, notably when data are
missing at random, as is often the case in longitudinal studies. GEE adjusts for the correlation
of repeated measures, and multinomial logistic regression can accommodate missing data via
maximum likelihood estimation, assuming missingness is missing at random. Both statistical
methods allowed adjustment for covariates based on our bivariate analysis. This helped ensure
that our results were not confounded by known risk factors and other variables that might influ-
ence the outcomes.

All independent variables hypothesised a priori to be clinically important (age, sex, household
wealth and food insecurity, nutritional status, readmission required, failure to thrive, illness
severity score) were examined in univariate multinomial logistic regression and retained in
the multivariable models regardless of statistical significance. We assessed multicollinearity
among independent variables using variance inflation factors. A probability of less than 0.05
was considered statistically significant. The strength of association was determined by estimat-
ing the adjusted odds ratios and their 95% confidence intervals (CIs). During the analysis, we
weighted the sample to account for selection bias introduced by the stratified enrolment for
CHAIN inclusion. All statistical analyses were performed using STATA, version 15.0 (StataCorp,
College Station, Texas, USA).

RESULTS

Participant recruitment

From January 2016 to July 2018, 530 children underwent screening for eligibility for the TB sub-
study at the Dhaka and Kampala CHAIN study sites (Figure 1). We excluded 44 children who did
not meet the inclusion criteria. Of the remaining eligible children, 122 had incomplete evalu-
ations for TB disease and were excluded from analysis (Table S1 in the Online Supplementary
Document). Children excluded due to incomplete evaluations were more likely to be malnour-
ished, HIV-exposed, present with more severe illness at initial hospitalisation, and were more
likely to have died during their index hospitalisation as compared to children with complete eval-
uations who were included in the analysis (Table S2 in the Online Supplementary Document).
Most children with incomplete evaluations were enrolled at the Kampala CHAIN site. Factors
associated with incomplete evaluation included: critically ill children who could not be trans-
ported for CXR or have sputum induction performed within 72 hours of enrolment, and children
with less severe illness discharged from the hospital before completion of screening procedures
(Table S1 in the Online Supplementary Document). Children included in the analysis set had
more frequent readmissions than those excluded due to incomplete evaluation (Table S2 in the
Online Supplementary Document).
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Final TB study classification and characteristics

All TB classifications were performed for analytic purposes only after completion of the pri-
mary CHAIN cohort study and were not utilised to guide clinical decision-making, including
initiation of TB treatment. Of 365 children included in the TB sub-study, 17 (4.7%) were clas-
sified as having bacteriologically confirmed TB; 46 (13%) as having clinically diagnosed TB;
and 302 (83%) as having unlikely TB (Figure 1). Five children with bacteriologically confirmed
TB, five children with clinically diagnosed TB, and eight children classified as unlikely TB
were diagnosed and treated for TB during their index hospitalisation, representing 49% of all
children treated for TB.

PAPERS

Demographics and clinical characteristics of children at enrolment are shown in Table 1.
Compared to children with clinically diagnosed TB, children with bacteriologically confirmed
TB were less likely to be severely wasted, have prolonged cough (>14 days), and have an abnormal
CXR [19] consistent with TB. Children with bacteriologically confirmed TB were also less likely
to have an illness severity score classified as moderate when compared to those with clinically
diagnosed disease. Compared to children with bacteriologically confirmed or unlikely TB, clini-
cally diagnosed TB cases were more likely to present with typical TB-related signs and symptoms,
including prolonged cough, have an abnormal CXR or be severely wasted. These were expected
findings as they form the basis for classification as clinically diagnosed TB. HIV infection was
uncommon overall (3% of the total cohort), but noted to be more prevalent among children with
clinically diagnosed TB.

Identification of TB requiring treatment following hospital discharge

Children who were discharged alive following initial hospitalisation (n=350) underwent stand-
ardised re-screening for emergence of signs and symptoms of TB and new TB exposures on
post-discharge days 45, 90, and 180, as well as during any hospital re-admission or unscheduled
sick visits.

Four children with bacteriologically confirmed TB, seven with clinically diagnosed TB, and eight
classified as unlikely TB were diagnosed and treated for TB during the post-discharge period, rep-
resenting 51% of all children treated for TB. One child with bacteriologically confirmed TB was
identified during a hospital re-admission, and three during scheduled follow-up visits (24% of bac-
teriologically confirmed TB). Two children with clinically diagnosed TB were identified during
hospital re-admission, and five during a 180-day follow-up visit (15% of clinically diagnosed TB).
Eight (2.6%) children with unlikely TB received a diagnosis of clinical TB and were initiated on
treatment during the post-discharge period (Table S4 in the Online Supplementary Document).

Detection of MTB in sputum

Overall, 17 (4.7%) children had MTB detected in a sputum sample and were bacteriologically con-
firmed with TB: 4 by Xpert MTB/RIF, 12 by Xpert Ultra, and one by both (Table 2). Notably, there
were no differences in clinical symptoms, demographics, or epidemiologic exposures among
children with bacteriologically confirmed TB when compared to children with negative sputum
test results. However, children with positive sputum testing were more likely to receive TB treat-
ment. Most positive sputum assays were identified using the Xpert Ultra assay and were reported
at a ‘trace’ level of detection (Table S5 in the Online Supplementary Document). Only one child
had MTB detected in an induced sputum sample by AFB culture.

Treatment initiation, survival, and growth outcomes among study
participants

Of 17 children with bacteriologically confirmed TB, only five had their confirmatory test results
available in real time to inform clinical decision-making. Nine of 17 children with confirmed dis-
ease (53%) were treated for TB. There were no hospital or post-discharge deaths among any child
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Table 1. Participant demographic and clinical characteristics by TB disease classification

Bacteriologically Clinically Unlikely

confirmed (n=17) diagnosed (n = 46) (n=302)
Female (%) 145 (39.7) 7 (41.2) 17 (37.0) 121 (40.1) 0.915
Age of the child in months
2-11 122 (33.4) 5(29.4) 17 (37.0) 100 (33.1) 0.821
12-23 243 (66.6) 12 (70.6) 29 (63.0) 202 (66.9) 0.821
Currently breastfeeding 215 (58.9) 9 (52.9) 21 (45.7) 185 (61.3) 0.118
Caregiver education
None 99 (27.2) 7 (41.2) 10 (22.2) 82 (27.2) 0.326
Primary 170 (46.7) 8 (47.1) 20 (44.4) 142 (47.0) 0.949
Above primary 95 (26.1) 2 (11.8) 15 (33.3) 78 (25.8) 0.221
Nutritional status
No wasting 65 (17.8) 4(23.5) 1(2.2) 60 (19.9) 0.003t
Moderate wasting 81 (22.2) 5(29.4) 7 (15.2) 69 (22.9) 0.392
SWK 219 (60.0) 8 (47.1) 38 (82.6) 173 (57.3) 0.003F
TB contact in the past 12 months 15 (4.1) 1(5.9) 9 (20.0) 5(1.7) <0.001*
BCG 293 (80.3) 13 (76.5) 36 (78.3) 244 (80.8) 0.793
Diarrhoea>14 days 14 (3.8) 1(5.9) 4(8.7) 9 (3.0) 0.106
Cough >14 days 44 (12.1) 1(5.9) 21 (45.7) 22 (7.3) <0.001t
Poor feeding/weight loss 89 (24.4) 5(29.4) 18 (39.1) 66 (21.9) 0.037*
HIV status
HIV-exposed 19 (5.2) 0 (0) 5 (10.9) 14 (4.6) 0.158
HIV-infected 11 (3.0) 0 (0) 6 (13.0) 5(1.7) 0.002*
Abnormal CXR consistent with TB 309 (84.9) 13 (81.3) 46 (100.0) 250 (82.8) 0.0017
TST positive 27 (10.0) 4(23.5) 14 (56.0) 9(3.9) <0.001%
Died 24 (6.6) 0 5(10.9) 19 (6.3)
Death during initial hospitalisation 15 (4.1) - 4(8.7) 11 (3.6) 0.245
Death within six months post-discharge 9 (2.5) - 1(2.2) 8(2.7) 1.000
Illness severity score
Low 223 (61.1) 10 (58.8) 16 (34.8) 197 (65.2) 0.001*
Medium 86 (23.6) 3(17.7) 23 (50.0) 60 (19.9) 0.001F
High 56 (15.3) 4(23.5) 7 (15.2) 45 (14.9) 0.540
Household assets index
Least poor 4(1.1) 1(5.9) 0 (0) 3(1.0) 0.246
Fourth 40 (11.0) 2 (11.8) 6 (13.0) 32 (10.6) 0.726
Middle 77 (21.1) 4(23.5) 14 (30.4) 59 (19.5) 0.197
Second 121 (33.2) 6 (35.3) 14 (30.4) 101 (33.4) 0.905
Poorest 123 (33.7) 4(23.5) 12 (26.1) 107 (35.4) 0.303
Household food insecurity
Low 236 (64.7) 10 (58.8) 23 (50.0) 203 (67.2) 0.066
Medium 85 (23.3) 4(23.5) 16 (34.8) 65 (21.5) 0.129
High 44 (12.1) 3(17.7) 7(15.2) 34 (11.3) 0.490

BCG - Bacillus Calmette-Guérin, CXR - chest x-rays, SWK at D180- presence of severe wasting and/or Kwashiorkor at day 180 follow-up,
TB - tuberculosis, TST - tuberculin skin test

*Post hoc analysis was conducted for clinically diagnosed vs. unlikely.

tPost hoc analysis was conducted for bacteriologically confirmed vs. clinically diagnosed and clinically diagnosed vs. unlikely.

$Post hoc analysis was conducted for bacteriologically confirmed vs. clinically diagnosed, bacteriologically confirmed vs. unlikely, and
clinically diagnosed vs. unlikely (All groups are different).

with bacteriologically confirmed TB, including the eight who were not treated for TB (Table 3).
Children not treated with bacteriologically confirmed TB all had sputum reported ‘trace’ positive
by Xpert Ultra using a cryopreserved sample not reported in real-time, minimal to no signs or
symptoms of TB reported, and were well nourished at their 180-day post-discharge assessment
(Table S6 in the Online Supplementary Document).

There were no statistically significant differences in the outcomes of death (in-patient or post-dis-
charge), hospital re-admission, or the presence of severe wasting 180 days post-hospital discharge
among children classified as bacteriologically confirmed, clinically diagnosed or unlikely TB
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Table 2. Six-month outcomes among children with bacteriologically confirmed, clinically diagnosed, and unlikely TB*

Bacteriologically Clinically

el confirmed TB diagnosed TB Ll als
SWK at D180 (total) 30 (9.3) 0 (0) 6 (16.2) 24 (8.9) 0.180
SWK at D180 treated for TB 5(16.7) 0 (0) 2(33.3) 3(12.5) 0.254
Re-admission 66 (18.1) 5(29.4) 10 (21.7) 51 (16.9) 0.336
Re-admissions treated for TB 8(12.1) 3(60.0) 1(10.6) 4(7.8) 0.0211
Death (index admission or post-discharge) 24 (6.6) 0 (0) 5(10.9) 19 (6.3) 0.308
Treated for TB before death 2(8.3) 0(0) 1(20.0) 1(5.3) 0.380
SWK - severe wasting and/or Kwashiorkor, TB - tuberculosis
*All values are presented as numbers (percentages) unless specified otherwise.
tPost hoc analysis of bacteriologically confirmed vs. unlikely TB.
Table 3. Anthropometric changes up to day-180 post-discharge*
MUAC HAZ WAZ WHz
Coef (95% CI)  P-value  Coef(95% CI)  P-value  Coef (95% CI)  P-value  Coef(95% CI)  P-value
TB category
Unlikely ref ref ref ref
Bacteriologically 0.11 -0.05 0.03 0.01
confirmed (-0.24, 0.47) 0.538 (-0.45, 0.36) 0-815 (-0.36, 0.42) 0-885 (-0.36, 0.38) 0.949
Clinically -1.00 -0.80 -0.95 -0.74
diagnosed (126,-075) 00 (o9 -050) 0 (g03-067) 0 (crop,-04g OO0
TB treatment
Not treated ref ref ref ref
—-0.30 -0.11 -0.42 -0.49
Treated (-0.56,-0.05) 0020 (-0.39, 0.18) 0.474 0.69,-0.14) 099 (o752 <000

Coef - coefficient, CI - confidence interval, HAZ - height for age Z-score, MUAC - mid-upper arm circumference, WAZ - weight for age
Z-score, WHZ - weight for height Z-score, ref - reference, TB - tuberculosis
*All results adjusted for age, sex, time, household food insecurity, and asset quintile.

(Table 3). Of children classified with clinically diagnosed TB, 26% (n/N=12/46) were treated for
TB, one of whom died. Of 34 children classified with clinically diagnosed TB who were not treated
for TB, four died while receiving antibiotics for non-TB pneumonia. The five deaths among chil-
dren classified with clinically diagnosed TB were complicated by severe wasting. Of 302 children
classified as unlikely to have TB, 16 (5.3%) received TB treatment and one died. Of 285 children
classified as unlikely TB who were not treated, 18 died. (Figure 1).

The changes in MUAC (1.96 vs. 1.79, P=0.728), WAZ (1.24 vs. 0.83, P=0.392), WLZ (1.89 vs. 1.25,
P=0.225), and LAZ (-0.33 vs. —0.42, P=0.799) between discharge and day 180 among children with
bacteriologically confirmed TB who were and were not treated, were comparable with. Compared
to children with bacteriologically confirmed TB or unlikely TB, children with clinically diagnosed
TB had significantly lower MUAC at initial hospital admission and 180 days post-discharge. LAZ,
WAZ, and WLZ scores at all follow-up time points were significantly lower among children with
a clinically diagnosed TB diagnosis than among those with an unlikely TB diagnosis (Figure 2;
Table S3 in the Online Supplementary Document).

Growth trajectories among children with clinically diagnosed TB were significantly reduced
when compared to other groups after adjusting for age, sex, and time (Table 4). These differences
remained significant after stratification based on receipt of TB treatment among all children.
We also analysed anthropometric measures over time in children with different TB classifica-
tions who were severely wasted vs. not wasted (Table S3 in the Online Supplementary Document).
Here, we compared WAZ, LAZ, and WHZ at each study time point, and compared weight gain and
linear growth over time among children with and without severe wasting at hospital admission
within each TB classification cohort. Similar to findings reported for the main CHAIN cohort [22],
we observed robust catch-up weight gain among children with severe wasting during the early
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unlikely TB.

classification

Multivariate analysis was performed to identify demographic and clinical variables associated
with the classification of bacteriologically confirmed and clinically diagnosed TB. When com-
pared to children classified as unlikely TB, children classified as clinically diagnosed TB had an
increased relative risk ratio for severe wasting, failure to thrive, and exhibiting a moderate illness
severity score at study enrolment (Table 5). No variables were significantly associated with bac-
teriologically confirmed TB.

DISCUSSION

Our study details the prevalence of TB among young hospitalised children in two TB-endemic
countries, as well as the incidence of TB in the six months following hospital discharge. As we
performed TB diagnostic evaluations of children hospitalised with any serious illness regardless
of presenting signs and symptoms, our findings uniquely contrast with prior studies that sought
to diagnose TB in infants and children with presumptive TB based on clinical or radiological
grounds [9,24]. Overall, a high proportion (10%) of children were diagnosed and/or treated for TB,
most frequently based on clinical criteria. Notably, over half (n/N=19/37) of the children treated
for TB had treatment initiated during the six-month post-discharge period and were identified
using structured monitoring for the emergence of TB signs, symptoms, and new TB exposures.
Itis unclear if children diagnosed with TB during the post-discharge period had underlying sub-
clinical disease that went unrecognised during their index hospitalisation or if these infections
represented new acquisition or reactivation of TB in the post-discharge period. Regardless, many
of these post-discharge cases of TB may have been missed in facilities that do not specifically
screen for signs and symptoms of paediatric TB during follow-ups after hospital discharge.

The new availability of the Xpert Ultra assay allowed some sputum-based diagnostics to be
repeated using residual cryopreserved samples among children who initially had negative diag-
nostic studies using the Xpert MTB/RIF assay and conventional culture. Using this method, we
identified eight children with positive Xpert Ultra results who were not treated for TB, all of whom
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had improvement in their initial illness, survived, and had robust six-month growth outcomes.
All eight of these children, as well as an additional two children treated for TB, were classified
as confirmed TB based on a single ‘trace’ result on the Xpert Ultra assay. This may indicate that
the highly sensitive Xpert Ultra platform detects early paucibacillary disease that may not pro-
gress to overt TB even without therapy. This observation would be consistent with reports from
the pre-chemotherapy era, where young children with minimal signs and symptoms of TB were
observed to spontaneously resolve their disease [25,26]. Alternatively, a positive ‘trace’ result on a
single sample may reflect a false-positive result, as the specificity of the Xpert Ultra assay is lower
than the Xpert MTB/RIF assay [27] when compared to culture as the gold standard. Uncertainty
remains about the specificity of a single trace result for TB [28] and its inclusion in the diagnostic
definition of confirmed disease for adults without HIV infection. In high-risk populations such
asyoung children, however, a trace level of detection from a single sample is considered by WHO
as confirmation of disease and should be used to guide treatment decisions given the increased
risk of severe and disseminated TB in early life [29], thus prioritising sensitivity over specificity.
We included the collection of one sputum sample, limiting our ability to determine the repro-
ducibility of a positive trace result, particularly among children who did not exhibit typical signs
and symptoms of TB disease and improved without treatment.

PAPERS

There was a high prevalence of children meeting our research definition of clinically diagnosed
TB (13%), a classification that required the presence of atleast three commonly reported clinical
criteria of paediatric TB. Several of the signs and symptoms of clinical TB, specifically recent
weight loss and reduced playfulness, are commonly observed among infants and young chil-
dren with a variety of active infections and are not specific to TB [30,31]. The non-specific nature
of TB presentation in young children was likely a contributing factor to the low rates of initia-
tion of TB treatment during hospitalisation among children found to meet our research defini-
tion of clinically diagnosed TB. Specifically, only 12/46 (26%) of children classified as clinically
diagnosed TB by research criteria received treatment, of whom 1/12 (8%) died compared to 4/34
(12%) children not treated for clinically diagnosed TB. Among the four children who died, all
presented critically ill with severe wasting and died shortly after hospital admissions (includ-
ing one death during a re-admission) while being treated for non-TB bacterial pneumonia and
malnutrition. Review of hospital records revealed that TB was only clinically suspected just
before their deaths. The 30 children who met criteria for clinically diagnosed TB were noted to
improve following treatment for other common infections (specifically bacterial pneumonia),
and hospital clinicians did not initiate TB treatment. They survived through the 6-month fol-
low-up period, although they demonstrated significantly poorer growth as compared to children
classified as unlikely to have TB.

Malnutrition and/or failure-to-thrive are considered clinical criteria for paediatric TB, and thus
children who meet criteria for clinically diagnosed TB often have compromised nutritional
status [6,9], as observed here. Here, children classified as clinically diagnosed TB who pre-
sented with severe wasting failed to improve their WAZ, whereas WAZ improved among severely
wasted children in all other classification cohorts during the post-discharge period. Although
children who met our definition for clinically diagnosed TB and went untreated may have had
poor growth due to underlying TB, some children may have experienced growth failure due
to another unrecognised illness or infection, socio-economic disadvantages, limited access to
healthcare and/or food insecurity. Establishing the relative proportions of poor growth due to
TB, underlying conditions such as HIV or environmental enteric dysfunction, and/or access to
appropriate foods, will be important to effectively design and prioritise interventions aimed at
improving early childhood growth. The limited catch-up growth observed among children with
clinically diagnosed (regardless of TB treatment) emphasises the need to implement anthropo-
metric monitoring and provision of nutritional support in paediatric TB treatment and screen-
ing programs [32].

Our study was limited by the exclusion of 23% of eligible children who were screened for partici-
pation due to incomplete evaluations. These 121 children were more likely to be living with HIV,
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had higher illness severity, were more likely to die during the study period, and were recruited
from the Kampala site. It is possible that exclusion of these children introduced a sampling bias
that compromises our findings; specifically, the burden of TB in the most critically ill children
may have been underestimated. Our inability to complete a full diagnostic evaluation for TB
within the context of a well-supported study highlights the difficult realities of performing diag-
nostic evaluation for TB among young, hospitalised children in typical LMIC settings where facil-
ities to perform portable CXR and/or oxygen, and to support critically ill children, are extremely
limited. In addition, our inability to repeat Xpert Ultra testing on samples yielding ‘trace’ results
to confirm findings limits our capacity to interpret these results, particularly among children
with no or minimal clinical signs or symptoms of TB. Our 6-month follow-up timeframe may
not have been sufficient to determine long-term growth outcomes or late-onset TB. Finally, the
small number of children with confirmed TB limited our ability to identify clinical differences
in this population. Despite these limitations, the performance of our study across two different
TB-endemic settings, the availability of detailed clinical and anthropometric data, and the six-
month survival and growth outcomes are unique strengths of our study design.

99
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A

CONCLUSIONS

Our results provide several key observations regarding the burden of TB among young, hospital-
ised children living in endemic settings. Overall, 10% of children were treated for TB, with over
half of these cases identified in the six-month post-discharge period. Public health programs
in TB endemic settings need to support post-hospitalisation follow-up care for young children
that includes structured screening to detect the emergence of TB signs, symptoms, and expo-
sures. Although the use of the highly sensitive Xpert Ultra molecular assay for MTB increased
the capacity to identify children with bacteriologically confirmed TB, results at the lowest level
of detection must be considered in the context of the overall clinical presentation, exposure his-
tory, and pretest probability of TB. Finally, hospitalised children who meet criteria for clinically
diagnosed TB are at high risk for poor growth outcomes, regardless of whether TB treatment is
initiated. Healthcare systems in TB endemic settings should prioritise implementation of struc-
tured post-discharge TB screening and nutritional assessment, and support programs for all
young children following hospitalisation for a serious illness.

Acknowledgements: We are thankful to the CHAIN TB sub-study cohort participants and their families in Bangladesh
and Uganda for their generous contribution to the study. We are grateful to the CHAIN teams at Bangladesh and Ugan-
da sites, and the management and staff in hospitals and communities who kindly assisted in the conduct of the study.
The CHAIN Network is supported by the Bill & Melinda Gates Foundation (OPP1131320). For open access, the CHAIN
Network has applied a CC BY public copyright license to any author-accepted manuscript version arising from this
submission. No members of the writing group were paid to write this article by any company, organisation, or agency.

Ethics statement: The Makerere University School of Biomedical Sciences Research and Ethics Committee of Uganda
(SBS 355) and Research Review Committee and Ethical Review Committee of icddr,b, Dhaka, Bangladesh (PR 16051) ap-
proved this study. Written informed consent was obtained from the caregiver before enrolling their child in the study.

Data availability: Deidentified study data are available upon reasonable request from the corresponding author.
Funding: Bill and Melinda Gates Foundation supported this study (OPP1131320).

Authorship contributions: MJC, EM, TA, and CL conceptualised the manuscript. MJC and EM did the literature search
and analysis with support from TA and CL. MJC and CL wrote the first draft of the manuscript. All authors contributed
equally to the critical revision of the manuscript and approved the final version.

Disclosure of interest: The authors completed the ICMJE Disclosure of Interest Form (available upon request from the
corresponding author) and disclose no relevant interests.

Additional material

Online Supplementary Document

2025 e Vol. 15 ¢ 04338 12 www.jogh.org e doi: 10.7189/jogh.15.04338


https://jogh.org/documents/2025/jogh-15-04338-s001.pdf

Tuberculosis among children in Sub-Saharan Africa and South East Asia

1 World Health Organization. Global tuberculosis report 2023. Geneva, Switzerland: World Health Organization;
2023. Available: https://www.who.int/teams/global-programme-on-tuberculosis-and-lung-health/tb-reports/
global-tuberculosis-report-2023. Accessed: 10 November 2025.

2 Jenkins HE. Global Burden of Childhood Tuberculosis. Pneumonia. 2016;8:24. Medline:28003956 doi:10.1186/
$41479-016-0018-6

3 Gunasekera KS, Vonasek B, Oliwa J, Triasih R, Lancioni C, Graham SM, et al. Diagnostic Challenges in Childhood
Pulmonary Tuberculosis-Optimizing the Clinical Approach. Pathogens. 2022;11:382. Medline:35456057
doi:10.3390/pathogens11040382

REFERENCES

4 Viani RM, Lopez G, Chacon-Cruz E, Hubbard P, Spector SA. Poor outcome is associated with delayed tuber-
culosis diagnosis in HIV-infected children in Baja California, Mexico. Int ] Tuberc Lung Dis. 2008;12:411-6.
Medline:18371267

5Dodd PJ, Yuen CM, Sismanidis C, Seddon JA, Jenkins HE. The global burden of tuberculosis mortality in chil-
dren: a mathematical modelling study. Lancet Glob Health. 2017;5:e898-906. Medline:28807188 doi:10.1016/
$2214-109X(17)30289-9

6 Vonasek BJ, Radtke KK, Vaz P, Buck WC, Chabala C, McCollum ED, et al. Tuberculosis in children with severe
acute malnutrition. Expert Rev Respir Med. 2022;16:273-84. Medline:35175880 do0i:10.1080/17476348.2022.20
43747

7Jaganath D, Mupere E. Childhood tuberculosis and malnutrition. J Infect Dis. 2012;206:1809-15. Medline:23033147
doi:10.1093/infdis/jis608

PAPERS

8 Becker GL, Amuge P, Ssebunya R, Motevalli M, Adaku A, Juma M, et al. Predictors of mortality in Ugandan
children with TB, 2016-2021. Int ] Tuberc Lung Dis. 2023;27:668-74. Medline:37608479 doi:10.5588/ijtld.22.0622

9 Chisti MJ, Graham SM, Duke T, Ahmed T, Ashraf H, Faruque AS, et al. A Prospective Study of the Prevalence
of Tuberculosis and Bacteraemia in Bangladeshi Children with Severe Malnutrition and Pneumonia Including
an Evaluation of Xpert MTB/RIF Assay. PLoS One. 2014;9:€93776. Medline:24695758 doi:10.1371/journal.
pone.0093776

10 Chabala C, Roucher C, Ton Nu Nguyet MH, Babirekere E, Inambao M, Businge G, et al. Development of
tuberculosis treatment decision algorithms in children below 5 years hospitalised with severe acute mal-
nutrition in Zambia and Uganda: a prospective diagnostic cohort study. EClinicalMedicine. 2024;73:102688.
Medline:39007063 doi:10.1016/j.eclinm.2024.102688

11 Martinez L, Gray DM, Botha M, Nel M, Chaya S, Jacobs C, et al. The Long-Term Impact of Early-Life Tuberculosis
Disease on Child Health: A Prospective Birth Cohort Study. Am J Respir Crit Care Med. 2023;207:1080-8.
Medline:36746196 doi:10.1164/rccm.202208-15430C

12 Childhood Acute Illness and Nutrition Network. Childhood Acute Illness and Nutrition (CHAIN) Network:
a protocol for a multi-site prospective cohort study to identify modifiable risk factors for mortality among
acutelyill children in Africa and Asia. hildhood Acute Illness and Nutrition Network. BMJ Open. 2019;9:e028454.
Medline:31061058 do0i:10.1136/bmjopen-2018-028454

13 Childhood Acute Illness and Nutrition (CHAIN) Network. Network. Childhood mortality during and after
acute illness in Africa and south Asia: a prospective cohort study. Lancet Glob Health. 2022;10:e673-84.
Medline:35427524 doi:10.1016/S2214-109X(22)00118-8

14 Grant LR, Hammitt LL, Murdoch DR, O’Brien KL, Scott JA. Procedures for collection of induced sputum spec-
imens from children. Clin Infect Dis. 2012;54:5140-5. Medline:22403228 doi:10.1093/cid/cir1069

15 Wolrd Health Organization. Guidance for national tuberculosis programmes on the management of tubercu-
losis in children. Geneva, Switzerland: World Health Organization; 2014. Available: https://www.who.int/pub-
lications/i/item/9789241548748. Accessed: 10 November 2025.

16 Rahman SM, Maliha UT, Ahmed S, Kabir S, Khatun R, Shah JA, et al. Evaluation of Xpert MTB/RIF assay for
detection of Mycobacterium tuberculosis in stool samples of adults with pulmonary tuberculosis. PLoS One.
2018;13:0203063. Medline:30212505 doi:10.1371/journal.pone.0203063

17 Das A, Anupurba S, Mishra OP, Banerjee T, Tripathi R. Evaluation of Xpert MTB/RIF assay for diagnosis of tuber-
culosis in children. J Trop Pediatr. 2019;65:14-20. Medline:29438536 do0i:10.1093/tropej/fmy005

18 National Tuberculosis Control Programme (NTP) Bangladesh. National Guidelines for the Management of
Tuberculosis in Children. Dhaka, Bangladesh: National Tuberculosis Control Programme (NTP), Leprosy
Hospital Compound TB Gate; 2016. Available: https://www.ntp.gov.bd/wp-content/uploads/2021/07/NATIONAL-
GUIDELINES-__Tuberculosis-in-Children_compressed.pdf. Accessed: 15 December 2025.

19 Cherian T, Mulholland EK, Carlin JB, Ostensen H, Amin R, de Campo M, et al. Standardized interpretation of
paediatric chest radiographs for the diagnosis of pneumonia in epidemiological studies. Bull World Health
Organ. 2005;83:353-9. Medline:15976876

www.jogh.org e doi: 10.7189/jogh.15.04338 13 2025 e Vol. 15 ¢ 04338


https://www.who.int/teams/global-programme-on-tuberculosis-and-lung-health/tb-reports/global-tuberculosis-report-2023
https://www.who.int/teams/global-programme-on-tuberculosis-and-lung-health/tb-reports/global-tuberculosis-report-2023
https://pubmed.ncbi.nlm.nih.gov/28003956
https://doi.org/10.1186/s41479-016-0018-6
https://doi.org/10.1186/s41479-016-0018-6
https://pubmed.ncbi.nlm.nih.gov/35456057
https://doi.org/10.3390/pathogens11040382
https://pubmed.ncbi.nlm.nih.gov/18371267
https://pubmed.ncbi.nlm.nih.gov/18371267
https://pubmed.ncbi.nlm.nih.gov/28807188
https://doi.org/10.1016/S2214-109X(17)30289-9
https://doi.org/10.1016/S2214-109X(17)30289-9
https://pubmed.ncbi.nlm.nih.gov/35175880
https://doi.org/10.1080/17476348.2022.2043747
https://doi.org/10.1080/17476348.2022.2043747
https://pubmed.ncbi.nlm.nih.gov/23033147
https://doi.org/10.1093/infdis/jis608
https://pubmed.ncbi.nlm.nih.gov/37608479
https://doi.org/10.5588/ijtld.22.0622
https://pubmed.ncbi.nlm.nih.gov/24695758
https://doi.org/10.1371/journal.pone.0093776
https://doi.org/10.1371/journal.pone.0093776
https://pubmed.ncbi.nlm.nih.gov/39007063
https://pubmed.ncbi.nlm.nih.gov/39007063
https://doi.org/10.1016/j.eclinm.2024.102688
https://pubmed.ncbi.nlm.nih.gov/36746196
https://pubmed.ncbi.nlm.nih.gov/36746196
https://doi.org/10.1164/rccm.202208-1543OC
https://pubmed.ncbi.nlm.nih.gov/31061058
https://pubmed.ncbi.nlm.nih.gov/31061058
https://doi.org/10.1136/bmjopen-2018-028454
https://pubmed.ncbi.nlm.nih.gov/35427524
https://pubmed.ncbi.nlm.nih.gov/35427524
https://doi.org/10.1016/S2214-109X(22)00118-8
https://pubmed.ncbi.nlm.nih.gov/22403228
https://doi.org/10.1093/cid/cir1069
https://www.who.int/publications/i/item/9789241548748
https://www.who.int/publications/i/item/9789241548748
https://pubmed.ncbi.nlm.nih.gov/30212505
https://doi.org/10.1371/journal.pone.0203063
https://pubmed.ncbi.nlm.nih.gov/29438536
https://doi.org/10.1093/tropej/fmy005
https://www.ntp.gov.bd/wp-content/uploads/2021/07/NATIONAL-GUIDELINES-__Tuberculosis-in-Children_compressed.pdf
https://www.ntp.gov.bd/wp-content/uploads/2021/07/NATIONAL-GUIDELINES-__Tuberculosis-in-Children_compressed.pdf
https://pubmed.ncbi.nlm.nih.gov/15976876

Chisti et al.

20 World Health Organization. Guidance for National Tuberculosis Programmes on the Management of
Tuberculosis in Children. Geneva, Switzerland: World Health Organization; 2006.

21 World Health Organization. Pocket book for hospital care of children: guidelines for the management of com-
mon illness with limited resources. Geneva, Switzerland: World Health Organization; 2013. Available: https://
www.who.int/publications/i/item/978-92-4-154837-3. Accessed: 10 November 2025.

22 Bourdon C, Diallo AH, Mohammad Sayeem Bin Shahid AS, Shahid AS, Khan MA, Saleem AF, et al. Childhood
growth during recovery from acute illness in Africa and South Asia: a secondary analysis of the childhood
acute illness and nutrition (CHAIN) prospective cohort. EClinicalMedicine. 2024;70:102530. Medline:38510373
doi:10.1016/j.eclinm.2024.102530

23 Brander RL, Pavlinac PB, Walson JL, John-Stewart GC, Weaver MR, Faruque ASG, et al. Determinants of linear
growth faltering among children with moderate-to-severe diarrhea in the Global Enteric Multicenter Study.
BMC Med. 2019;17:214. Medline:31767012 do0i:10.1186/s12916-019-1441-3

24 Rachow A, Clowes P, Saathoff E; Mtafya B, Michael E, Ntinginya EN, et al. Increased and expedited case detec-
tion by Xpert MTB/RIF assay in childhood tuberculosis: a prospective cohort study. Clin Infect Dis. 2012;54:1388-
96. Medline:22474220 do0i:10.1093/cid/cis190

25 Marais BJ, Gie RP, Schaaf HS, Hesseling AC, Obihara CC, Starke JJ, et al. The natural history of childhood
intra-thoracic tuberculosis: a critical review of literature from the pre-chemotherapy era. Int J Tuberc Lung
Dis. 2004;8:392-402. Medline:15141729

26 Marais BJ, Gie RP, Schaaf HS, Beyers N, Donald PR, Starke JR. Childhood pulmonary tuberculosis: old wisdom
and new challenges. Am J Respir Crit Care Med. 2006;173:1078-90. Medline:16484674 doi:10.1164/rccm.200511-
1809S0O

27 Kay AW, Ness T, Verkuijl SE, Viney K, Brands A, Masini T, et al. Xpert MTB/RIF Ultra assay for tuberculosis dis-
ease and rifampicin resistance in children. Cochrane Database Syst Rev. 2022;9:CD013359. Medline:36065889

28 Kabir S, Rahman SMM, Ahmed S, Islam MS, Banu RS, Shewade HD, et al. Xpert Ultra Assay on Stool to Diagnose
Pulmonary Tuberculosis in Children. Clin Infect Dis. 2021;73:226-34. Medline:32421765 doi:10.1093/cid/ciaa583

29 World Health Organization. World Health Organization. WHO operational handbook on tuberculosis. Module 3:
diagnosis - rapid diagnostics for tuberculosis detection (2020). Geneva, Switzerland: World Health Organization;
2024. Available: https://www.who.int/publications/i/item/9789240089501. Accessed: 10 November 2025.

30 Wong M, CoitJM, Mendoza M, Chiang SS, Marin H, Galea JT, et al. Incident Tuberculosis Diagnoses in Children
at High Risk for Disease. Open Forum Infect Dis. 2021;8:0fab075. Medline:33738322 do0i:10.1093/ofid/ofab075

95}
25
QO
Z
=
~
=
23
25
~

99
o
=
=
A

31 Gunasekera KS, Marcy O, Munoz J, Lopez-Varela E, Sekadde MP, Franke MF, et al. Development of treatment-de-
cision algorithms for children evaluated for pulmonary tuberculosis: an individual participant data meta-anal-
ysis. Lancet Child Adolesc Health. 2023;7:336-46. Medline:36924781 d0i:10.1016/S2352-4642(23)00004-4

32 Akkerman OW, Ter Beek L, Centis R, Maeurer M, Visca D, Mufioz-Torrico M, et al. Rehabilitation, optimized
nutritional care, and boosting host internal milieu to improve long-term treatment outcomes in tuberculosis
patients. Int J Infect Dis. 2020;92S:5S10-4. Medline:31982628 do0i:10.1016/].ijid.2020.01.029

2025 e Vol. 15 ¢ 04338 14 www.jogh.org e doi: 10.7189/jogh.15.04338


https://www.who.int/publications/i/item/978-92-4-154837-3
https://www.who.int/publications/i/item/978-92-4-154837-3
https://pubmed.ncbi.nlm.nih.gov/38510373
https://doi.org/10.1016/j.eclinm.2024.102530
https://pubmed.ncbi.nlm.nih.gov/31767012
https://doi.org/10.1186/s12916-019-1441-3
https://pubmed.ncbi.nlm.nih.gov/22474220
https://doi.org/10.1093/cid/cis190
https://pubmed.ncbi.nlm.nih.gov/15141729
https://pubmed.ncbi.nlm.nih.gov/16484674
https://doi.org/10.1164/rccm.200511-1809SO
https://doi.org/10.1164/rccm.200511-1809SO
https://pubmed.ncbi.nlm.nih.gov/36065889
https://pubmed.ncbi.nlm.nih.gov/32421765
https://doi.org/10.1093/cid/ciaa583
https://www.who.int/publications/i/item/9789240089501
https://pubmed.ncbi.nlm.nih.gov/33738322
https://doi.org/10.1093/ofid/ofab075
https://pubmed.ncbi.nlm.nih.gov/36924781
https://doi.org/10.1016/S2352-4642(23)00004-4
https://pubmed.ncbi.nlm.nih.gov/31982628
https://doi.org/10.1016/j.ijid.2020.01.029

