
www.gcua.de
created: 15.06.2009

chey3 (red):
sequence derived from rhodobacter sphaeroides

Codontable  (black):
http://www.kazusa.or.jp/codon/cgi-bin/showcodon.cgi?species=272943&aa=1&style=N

Mean difference: 15.3 %      Ordinate (y-axis): frequency
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