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Fig. S1 Sequence alignment between human and cynomolgus monkey TG2 protein

Sequence alignment demonstrates that zampilimab, IA12 and DH2 are 100% conserved 

between human and cynomolgus monkey TG2

Monoclonal antibody locations:

 Zampilimab (blue box): in front of active site – substrate binding pocket (aa 304–326)

 IA12 (red box): epitope encompasses an amino acid in the catalytic triad 

(aa 372–409)

 DH2 (orange box): rear of core, junction with β-barrel 1. Encompasses calcium 

binding site (aa 450–467)

Abbreviations: aa amino acids, TG2 transglutaminase 2


