
Supplementary Table 1: Number of markers from each ascertainment source that were included in the final panel of 300 markers.  Ascertainment sources are described in detail in the Methods section.

	Ascertainment source
	#markers ascertained
	#markers in final panel

	(i) GWAS data, top axis
	                   185
	                     88

	(ii) GWAS data, cluster 2 vs. 3
	                   300
	                   163

	(iii) pexcess
	                   112
	                     22

	(iv) iHH & EUR vs. ASI
	                     30
	                       9

	(v) iHH & adjacent iHH
	                     30
	                       4

	(vi) AA admixture map
	                     31
	                       8

	(vii) SPAN vs. EUR
	                     10
	                       4 

	(viii) LCT/pigmentation genes
	                     12
	                       2
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