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Figure 1 D: Total CD36
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Uncropped gel and membrane — only one band for CD36 at 88kDa




i . zDHHC4 (44 kDa), APT1 (25 kDa) and
F Igu re 3 : zDHHC5 (78kDa) all cut from the same

membrane — same Ponceau housekeeper
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APT1, zDHHC5 and zDHHCA4 all taken from the same membrane, which was cut to blot for the multiple targets



Figure 3: ZDHHCS (MW 78 KDa) ionics (r5k0m) sl cut from the some

membrane — same Ponceau housekeeper
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Figure 3: ZDHHC4 (MW: 40 KDa)  ioiics (78k0m) sl et from the some

membrane — same Ponceau housekeeper
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Figure 3: APT]_ (MW 25 kDa)_ zDHHCA4 (44 kDa), APT1 (25 kDa) and

zDHHC5 (78kDa) all cut from the same
membrane — same Ponceau housekeeper
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Figure 1 E and F: Sarcolemmal CD36 membrane 1 of 2

4 gels transferred on to one membrane — due to the large number of fractions generated per heart.
Gels cut just above the 140 Mw band and below the 50 Mw band — then all transferred on to the same membrane, to minimize
heterogeneity between samples through transfer, antibody incubation and developing.
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Figure 1 E and F: Sarcolemmal CD36 membrane 2 of 2

4 gels transferred on to one membrane — due to the large number of fractions generated per heart.
Gels cut just above the 140 Mw band and below the 50 Mw band — then all transferred on to the same membrane, to
minimize heterogeneity between samples through transfer, antibody incubation and developing.
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Figure 2 A: CD36 S-acylation Rat
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2 gels transferred on to one membrane - due to the positive (+HA) and
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Gels cut at the 140 Mw band and below the 70 Mw band — then all
transferred on to the same membrane, to minimize heterogeneity between
samples through transfer, antibody incubation and developing.



Figure 2C: Acyl PEG CD36
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Figure 2 D: CD36 S-acylation Pig
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2 gels transferred on to one membrane — due to the positive (+HA) and
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Gels cut just above the 100 Mw band and below the 70 Mw band — then all
transferred on to the same membrane, to minimize heterogeneity between
samples through transfer, antibody incubation and developing.



Figure 2 E: CD36 S-acylation db/db
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transferred on to the same membrane, to minimize heterogeneity between
samples through transfer, antibody incubation and developing.



Figure 2F: CD36 S-acylation hiPSC-CM
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Figure 3 A-B: Low Fat High Fat
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Figure 5 D-E: hiPSC-CM CD36 S-acylation
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Figure 5 F-G: NRMV CD36 S-acylation
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Figure 51, J L : FoxO1 KO and AS1842856 CD36 S-acylation input
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Figure 51, ) : FoxO1 KO CD36 S-acylation
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Figure 5J, L: AS1842856 CD36 S-acylation
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Figure 6B-C: CMA CD36 S-acylation
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Figure 6D: CMA Subcellular fractionation CD36
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Figure 6D: CMA Subcellular fractionation CD36

membrane 2/3
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4 gels transferred on to one membrane — due to the large number of fractions generated per heart.
Gels cut just above the 100 Mw band and below the 70 Mw band — then all transferred on to the same membrane, to minimize
heterogeneity between samples through transfer, antibody incubation and developing.



Figure 6D: CMA Subcellular fractionation CD36
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4 gels transferred on to one membrane — due to the large number of fractions generated per heart.
Gels cut just above the 100 Mw band and below the 70 Mw band — then all transferred on to the same membrane, to minimize
heterogeneity between samples through transfer, antibody incubation and developing.



Figure 7B-C: ML348 CD36 S-acylation
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samples through transfer, antibody incubation and developing.



Figure 7D: ML348 Subcellular fractionation CD36
membrane 1/2
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3 gels transferred on to one membrane — due to the large number of fractions generated per heart.

Gels cut just above the 140 Mw band and below the 70 Mw band — then all transferred on to the same membrane, to minimize
heterogeneity between samples through transfer, antibody incubation and developing.



Figure 7D: ML348 Subcellular fractionation CD36
membrane 2/2
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3 gels transferred on to one membrane — due to the large number of fractions generated per heart.

Gels cut just above the 140 Mw band and below the 70 Mw band — then all transferred on to the same membrane, to minimize
heterogeneity between samples through transfer, antibody incubation and developing.



Supplemental Figure 2 A (CAV3 and CD36 validation - not
guantified)
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Supplemental Figure 2 B (not quantified) FABPpm
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3 gels transferred on to one membrane — due to the positive (+HA) and negative (-HA) sample needed for every heart
Gels cut above the 50 kDa and below the 25 kDa then all transferred on to the same membrane, to minimize heterogeneity between samples

through transfer, antibody incubation and developing.



Supplemental Figure 2 B (not quantified) GLUT1
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3 gels transferred on to one membrane — due to the positive (+HA) and negative (-HA) sample needed for every heart. Gels were cut above
the 70 kDa and below the 40 kDa, then all transferred on to the same membrane, to minimize heterogeneity between samples through transfer,
antibody incubation and developing.



Supplemental Figure 2 B (Not quantified)
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2-3 gels transferred on to one membrane - due to the positive (+HA) and negative (-HA) sample needed for every heart
Gels cut just above the 25 Mw band (for CAV3) and above the 70Mw band (for GLUT4) — then gels transferred on to the same membrane, to
minimize heterogeneity between samples through transfer, antibody incubation and developing.



Supplemental Figure 2 C - CAV3
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2 gels transferred on to one membrane — due to the positive (+HA) and negative (-HA) sample needed for every heart
Gels cut just above the 25 Mw band and below the 10 Mw band — then all transferred on to the same membrane, to minimize heterogeneity
between samples through transfer, antibody incubation and developing.



Supplemental Figure 3 A-B: CAV3 S-acylation
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4 gels transferred on to one membrane — due to the positive (+HA) and negative (-HA) sample needed for every heart

Gels cut just above the 25 Mw band — then all transferred on to the same membrane, to minimize heterogeneity between samples through
transfer, antibody incubation and developing.



Supplemental Figure 4A-B : CAV3 S-acylation
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Supplemental Figure 5A-B : CAV3 S-acylation
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Supplemental Figure 6A-B : CAV3 S-acylation
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Gels cut just above the 25 Mw band and below the 10Mw band — then all
transferred on to the same membrane, to minimize heterogeneity
between samples through transfer, antibody incubation and developing.
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