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Figure 3

First validation cohort, the Netherlands (n=216)

Second validation cohort (CAP), UK (n=265)

SOFA score

number of patients

survival

Mars1

Mars2

Mars3

Mars4

#
L4 F o«
| o
| A - -
(= J R ! H H
- ' |
: |
endotype
© ] 1 E . ot
] : : | Mvars2
1 el ! Mars3
o - - e W varss
Dunn'’s post hoc test
**p < 0.01 vs mars3
#p < 0.05 vs mars4
S - I septic shock
=
[ no shock
8 4% X p = 5x104
o | 3% 10%
©
o
<
o | 32%
i D
o -
Mars1 Mars2 Mars3  Mars4
28-day mortality
Q
-
o _|
o
© |
o
b
o
endotype
o Mars1
o 7 Bvas2
Mars3
O _| Mwerss logrank p = 0.038
o
T T T T T
0 5 10 15 20 25
time (days)
number at risk by time

Marsl 60 52 50 46 44 42 41
Mars2 79 72 70 63 62 62 61
Mars3 58 56 53 50 50 50 50
Mars4 19 18 18 18 18 18 18

Mars1

SOFA score

number of patients

survival

Mars2 Mars3

Mars4
-

o _| o]
~N
wxw
=1
xx
v T | =
| ¢ o |
i ' 8 |
= T
|
H endotype
w - 0 ! Mars1
! o | Wves2
| | H Marsa
] = == [ o
Dunn'’s post hoc test
*p < 0.05 vs mars3
***p <0.001 vs mars3
S
® I septic shock
=}
N 40% "] no shock
s 20% X? p=0.004
=
o |
o
o _|
@
< - 20%
38%
- =]
Mars1  Mars2 Mars3  Marsd

28-day mortality

Q
-
© ]
o
© _|
o
g
o
endotype
~ Marst
o | Wvasz
Mars3
S _| Mwasa logrank p = 0.029
o
T T T T T
0 5 10 15 20 25
time (days)
number at risk by time
Marsl 35 30 27 24 24 24 23
Mars2 117 107 99 96 93 93 91
Mars3 97 95 92 88 87 85 84
Mars4 16 14 12 12 12 111



Figure 4
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Figure 5
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