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Additional file1:  Total number of family units per village, and distribution of malaria in Koka and Um-Salala villages per family unit. Red bars (Salala), blue bars (Koka)

Additional file 2: Allele frequencies of SNPs that shows differences in distribution between malaria cases and controls in all studied samples
	SNPs
	Allele
	Abyai
	Nioltics
	Sinnar
	Hausa
	Massalit

	rs1126535
	C
	0.45
	0.75
	0.5
	0.38
	0.5

	
	T
	0.55
	0.25
	0.5
	0.62
	0.5

	rs1805015
	C
	0.32
	0.52
	0.27
	0.48
	0.31

	
	T
	0.68
	0.48
	0.73
	0.52
	0.69

	rs17047661
	A
	0.39
	0.24
	0.56
	0.27
	0.26

	
	G
	0.61
	0.76
	0.44
	0.73
	0.74

	rs2243250
	C
	0.21
	0.26
	0.29
	0.24
	0.17

	
	T
	0.79
	0.74
	0.71
	0.76
	0.83

	rs1050829
	C
	0.23
	0.22
	0.2
	0.2
	0.24

	
	T
	0.77
	0.78
	0.8
	0.8
	0.76

	rs1800896
	C
	0.31
	0.44
	0.42
	0.35
	0.49

	
	T
	0.69
	0.56
	0.58
	0.65
	0.51

	rs10775349

	G
	0.29
	0.51
	0.51
	NA
	NA

	
	C
	0.71
	0.49
	0.49
	NA
	NA

	rs708567

	A
	0.57
	0.35
	0.46
	0.4
	0.45

	
	G
	0.43
	0.65
	0.54
	0.6
	0.55

	rs1800750

	A
	0.08
	0.63
	NA
	NA
	NA

	
	G
	0.92
	0.37
	NA
	NA
	NA

	rs8386

	C
	0.92
	0.73
	NA
	NA
	NA

	
	T
	0.08
	0.27
	NA
	NA
	NA

	rs2230739

	A
	0.91
	0.94
	NA
	NA
	NA

	
	G
	0.09
	0.06
	NA
	NA
	NA

	rs8078340

	C
	0.81
	0.88
	NA
	NA
	NA

	
	T
	0.19
	0.12
	NA
	NA
	NA


     *NA= results Not available either to test failure or other reason.

Additional file 3: Genotype and allele frequencies of SNPs displaying differences in distribution between malaria cases and controls in the hospital sample.
	rs1805015 C/T
	Genotypes Frequency
	Allele Frequency

	
	CC
	CT
	TT
	C
	T

	Malaria cases
	1
	27
	26
	0.37
	0.63

	Controls
	16
	26
	22
	
	

	P
	0.001
	NS

	rs3092945 C/T
	CC
	CT
	TT
	C
	T

	
	
	
	
	
	

	Malaria cases
	15
	18
	13
	0.6
	0.4

	Controls
	31
	8
	14
	
	

	P
	0.01
	NS

	rs17047661 A/G
	AA
	AG
	GG
	A
	G

	
	
	
	
	
	

	Malaria cases
	11
	24
	17
	0.54
	0.46

	Controls
	27
	22
	11
	
	

	P
	0.02
	NS


          *NS= Non significant p value 
Additional file 4: Odds ratio for the SNPs presenting with significant association in the case control analysis of all study populations. Confidence intervals (bracketed). The values in bold employs a general model, while the plain text uses a logistic regression model. Accepted values are underlined.
	SNPs


	         Hausa + Massalit vs controls (N=120/126)

Odds Ratio
	Sinnar Cases vs controls (N= 125/78)

Odds Ratio
	 

	
	Hausa vs control
Odds Ratio
	 
	Massalit vs Control
Odds Ratio
	Abyay vs Nilotics

Odds Ratio
	Sinnar vs Combined 

Odds Ratio


	Sinnar vs Nilotics 
Odds Ratio



	rs1050829
	NS
	NS
	0.32(0.08 -1.24)
	NS
	NS
	NS
	NS

	rs1050828
	NS
	NS
	 0.38(0.13-1.15)
	NS
	NS
	NS
	NS

	rs1800750
	NA
	NA
	NA
	1.03 (0.18-5.79))
	3.81(1.08-13.40))
	NS
	NS

	rs1126535
	2.81(0.96-8.16) 1.01(0.37-2.72)  
	2.41(1.20-4.81) 0.98(0.49-1.95)
	NS
	1.67(0.51-5.42) 5.4(1.74-16.71)
	1.58(0.76-3.27) 4.32(2.08-8.99)
	0.76 (0.15-3.86) 

0.45 (0.12-1.65)
	1.14(0.17-7.60) 0.58(0.14-2.43)

	rs1805015
	NS


	0.41(0.18-0.90) 0.76(0.33-1.71)
	NS
	1.04(0.36-3.01) 3.33(1.16-9.59)
	1.57(0.74-3.35) 3.02(1.41- 6.46)
	3.03(0.89-10.37) 3.96(1.14-13.74)
	4.97(1.39-17.82) 7.68 (2.04-28.87)

	rs2243250
	NA
	NS
	NS
	NS
	NS
	NS
	NS

	rs17561
	NS
	NS
	NS
	NS
	1.95(0.98-3.89) 1.33(0.18-9.66)
	NS
	NS

	rs708567
	NS
	NS
	NS
	0.53(0.19-1.52) 0.24(0.08-0.69)
	NS
	NS
	NS

	rs1800896
	NS
	0.59 (0.28-1.25) 0.50(0.23-1.12)
	0.61(0.24-1.51) 0.42(0.14-1.23)
	NS
	NS
	NS
	NS

	rs17047661
	NS
	NS
	NS
	NS
	NS
	0.82(0.38-1.76) 0.82(0.23-2.86)
	0.35(0.09-1.44) 0.10(0.026-0.43)

	rs8386
	NA
	NA
	NA
	0.25(0.09-0.69) 
	NS
	NS
	NS

	rs10775349
	NA
	NA
	NA
	0.61(0.24-1.55) 0.19(0.06-0.60)
	0.77(0.42-1.41) 0.31(0.15- 0.63)
	NS
	NS

	rs2230739
	NA
	NA
	NA
	8.67(1.06-70.77) 
	NS
	NS
	NS

	rs8078340
	NA
	NA
	NA
	3.88(1.46-10.30) 1.23(0.16-9.28)
	NS
	NS
	NS


Additional file 5: Genotype and allele frequencies of SNPs that had differences in distribution between Malaria cases and controls in Hausa and Massalit
	Massalit

rs1800896
	Genotypes Frequency
	Allele Frequency

	
	CC
	CT
	TT
	C
	T

	Malaria cases
	16
	24
	11
	0.49
	0.51

	Controls
	11
	32
	18
	
	

	P
	0.04
	NS

	rs1050829
	CC
	CT
	TT
	C
	T

	
	
	
	
	
	

	Malaria cases
	11
	7
	32
	0.24
	0.76

	Controls
	6
	12
	43
	
	

	P
	0.02
	NS

	rs1050828
	CC
	CT
	TT
	C
	T

	
	
	
	
	
	

	Malaria cases
	22
	2
	3
	0.92
	0.08

	Controls
	57
	5
	1
	
	

	P
	0.04
	NS

	Hausa

rs2243250
	CC
	CT
	TT
	C
	T

	Malaria cases
	0
	22
	33
	0.24
	0.76

	Controls
	6
	18
	29
	
	

	P
	0.04
	NS

	rs3092945
	CC
	CT
	TT
	C
	T

	
	
	
	
	
	

	Malaria cases
	10
	24
	21
	0.
	0.

	Controls
	14
	12
	29
	
	

	P
	0.05
	NS


   *NS= Non significant P value
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